Association between the RNA-Seq and RT-qPCR data. (Supplementary Figure S1)
Raw information of RNA-Seq from 24 samples (Supplementary Table S1)

Differentially expressed genes identified between IRHO 7001 and IRHO 2501 under moderate and
severe drought stress by The DESeq?2 algorithm (Supplementary Table S2).

All differentially expressed genes in constructing gene coexpression networks (Supplementary Table
S3).

Target and housekeeping gene sequences (Supplementary Table S54).



